
What is claimed is: 

1 . i%L isolated polynucleotide comprising a nucleotide sequence selected from 
the group consis^g of: 

(a) \ the nucleotide sequence of SEQ ID NO:21; 

(b) \ the nucleotide sequence of SEQ ID NO:21 from nucleotide 8 to 
nucleotide 200? 

(c) thet nucleotide sequence of the full-length protein coding sequence 
of clone er311_20 dV)osited imder accession number ATCC 98781; 

(d) a nucl^tide sequence encoding the full-length protein encoded by 
the cDNA insert of cl^e er311_20 deposited imder accession number ATCC 
98781; 

(e) a nucleotid^sequence encoding a protein comprising the amino 
acid sequence of SEQ ID NO:22; 

(f) a nucleotide sequence encoding a protein comprising a fragment 
of the amino acid sequence of\SEQ ID NO:22, the fragment comprising eight 
contiguous amino acids of SEQ ID NO:22; 

(g) the nucleotide sequ^ce of a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC at 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of ike polynucleotides specified by (a)-(d); and 

(h) the nucleotide sequence df a polynucleotide that hybridizes under 
conditions at least as stringent as 4X SSC \t 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(d), and 
that has a length that is at least 25% of the kngth of SEQ ID NO:21. 



2. The polynucleotide of claim 1 wher^ said polynucleotide is operably 
linked to at least one expression control sequence. 

3. A host cell transformed with the polynucleotide of claim 2. 



4. The host cell of claim 3, wherein said cell is a mammalian cell. 
2, \)dfich process comprises: 



1^'^ ^ ^ process for produ^ng a protein encoded by the polynucleotide of claim 
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(a) growing X. culture of a host cell transformed with the 
Lucleotide of claim 2 in\ suitable culture medium; and 

(b) purifying said pi^otein from the culture. 

A protein p^di^^ according to the process of claim 5. 



An isolated 




encoding the protein of claim 6. 



^ ^^^8. The polynucfe^de of claim 7, wherein the polynucleotide comprises the 
"^^^^DN^insert of clone er311_20d^Qsited imder accession number ATCC 98781. 



9. A protein comprising an amino acid sequence selected from the group 

consisting of: 

(a) th^ amino acid sequence of SEQ ID NO:22; 

(b) a fragment of the amino acid sequence of SEQ ID NO:22, the 
fragment comprising eight contiguous amino acids of SEQ ID NO:22; and 

(c) the kmino acid sequence encoded by the cDNA insert of clone 
er311„20 deposited under accession number ATCC 98781; 

the protein being substantially free from other mammalian proteins. 



10. The protein olf claim 9Awherein said protein comprises the amino acid 
sequence of SEQ ID NO:22. 



11. A composition ^ompri: 
acceptable carrier. 



ijingsthe protein of claim 9 and a pharmaceutically 



12. An isolated polyrlucleotide comprising a nucleotide sequence selected from 
the group consisting of: 

(a) the nucleciitide sequence of SEQ ID NO:65; 

(b) the nucleopde sequence of SEQ ID NO:65 from nucleotide 66 to 
nucleotide 827; 

(c) the nucleotide sequence of SEQ ID NO:65 from nucleotide 474 to 
nucleotide 827; 
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(d) the nucleotide sfequence of the fuU-length protein coding sequence 
of clone d24_l deposited undet accession number ATCC 98817; 

(e) a nucleotide seqience encoding the fuU-length protein encoded by 
the cDNA insert of clone d24_l deposited under accession number ATCC 98817; 

(f) the nucleotide siuence of a mature protein coding sequence of 
clone d24_l deposited imder acqession number ATCC 98817; 



(g) a nucleotide sequ 



2nce encoding a mature protein encoded by the 
cDNA insert of clone d24_l deposited under accession number ATCC 98817; 

(h) a nucleotide sequence encoding a protein comprising the amino 

acid sequence of SEQ ID NO:66; 

(i) a nucleotide sequence encoding a protein comprising a fragment 



of the amino acid sequence of SEQ 
contiguous amino acids of SEQ ID 

(j) the nucleotide sequeWo 
conditions at least as stringent as 4X 



NO:66, the fragment comprising eight 



a polynucleotide that hybridizes imder 
h: 65 degrees C, or 4X SSC at 42 degrees 
C with 50% formamide, to any one of the polynucleotides specified by (a)-(g); and 
(k) the nucleotide sequenie of a polynucleotide that hybridizes imder 
conditions at least as stringent as 4X sfec at 50 degrees C, or 6X SSC at 40 degrees 
C with 50% formamide, to any one of tihe polynucleotides specified by (a)-(g), and 
that has a length that is at least 25% oflthe length of SEQ ID NO:65. 

13. A protein comprising an aminJb acid sequence selected firom the group 
consisting of: 

(a) the amino acid sequence olE SEQ ID NO:66; 

(b) a fragment of the amino ^cid sequence of SEQ ID NO:66, the 
ftragment comprising eight contiguous amiho acids of SEQ ID NO:66; and 

(c) the amino acid sequence eAcoded by the cDNA insert of clone 
d24_l deposited imder accession number ATCC 98817; 

the protein being substantially firee fi:om other mantaialian proteins. 
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